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Introduc[on	
ü  The	MECONIUM	study	is	a	prospec[ve	study	set	to	

understand	the	role	of	IBD	in	the	composi[on	of	maternal	
microbiome	during	pregnancy	and	their	offspring´s	
microbiome.	

ü  Inflammatory	bowel	disease	(IBD)	is	characterized	by	an	
aberrant	immune	response	against	intes[nal	microbiome	in	
gene[cally-predisposed	individuals.		

ü  We	hypothesized	that	maternal	IBD-associated	dysbiosis	may	
impact	early	life	microbiota	and	the	priming	of	the	immune	
system.		

ü  We	characterized	the	immune	response	to	the	gut	
microbiome	in	pregnant	women	with	and	without	Crohn’s	
Disease	(CD)	and	their	newborns	by	inocula[ng	their	stool	
against	germ	free	mice	(GFM).		

Methods	

Results	

ü  Stool	from	3rd	trimester	(T3)	of	11	pregnant	women	(8	with	
CD,	3	healthy	control)	and	their	90	day-old	babies	(D90)	
were	corrected.	

ü  These	stools	were	analyzed	by	16s	sequencing	and	
transplanted	into	5	week-old	C57BL/6	germ	free	mice	(GFM)	
and	sacrificed	5	weeks	later.	

ü  Mononuclear	cells	harvested	from	the	colon	lamina	propria	
and	the	mesenteric	lymph	node	(MLN)	from	the	mice	
inoculated	with	stool	were	collected	for	flow	cytometry	
analyses	(FACS)	and	immune	profiling.		

ü  Mouse	feces	collected	at	sacrifice	were	sequenced	for	16S-
rRNA.		

•  FACS	
•  16s-rRNA	sequence	

Conclusion	

Aler	5	weeks		

ü  The	microbiome	of	pregnant	women	with	Crohn’s	Disease	and	their	babies	was	
associated	with	a	weaker	induc[on	of	specific	cell	subsets	of	the	adap[ve	
immune	system.	

ü  These	results	suggest	a	func[onal	impact	of	the	dysbio[c	stool	resul[ng	in	
impaired	B	cell	matura[on	and	TREG	development,	which	may	alter	mucosal	
homeostasis	and	culminate	in	inflamma[on	following	noxious	environmental	
triggers.	
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Figure	2.	The	gut	microbiome	of	GFM	colonized	with	maternal	
stool	(a)	and	baby	stool	(b)	has	significant	difference	in	overall	
microbiota	by	maternal	IBD	status.		

Figure	3.	Germ-free	mice	inoculated	with	the	stool	of	mothers	with	CD	and	their	90	day-old	
babies	have	significant	abnormali[es	in	the	adap[ve	immune	cells	compared	to	mice	
inoculated	with	stool	from	non-CD	controls.			

Table	1.	Par[cipant	Characteris[cs	

No	 IBD	
Status	

Delivery	
type	 Age	 BMI	

Family	
history	of	

IBD	

Age	at	
Diagnosis	

CD	
Loca>on	

Harvey-
Bradshaw	
index	

Medica>on	 Pro-
bio>cs		

1	 Control	 Vaginal	 38	 27.1	 Unknown	 NA	 NA	 NA	 NA	 No	
2	 Control	 Vaginal	 39	 31.5	 No	 NA	 NA	 NA	 NA	 No	
3	 Control	 Vaginal	 33	 29.7	 Unknown	 NA	 NA	 NA	 NA	 No	

4	 CD	 C-sec[on	 28	 22.5	 Yes	 A1	(	<	17y)	 L2	(colonic)	 Remission:	
<5	 Remicade	 No	

5	 CD	 C-sec[on	 26	 26.7	 Yes	 A1	(	<	17y)	 L1	(ileal)	 Remission:	
<5	 None	 No	

6	 CD	 Vaginal	 32	 31.6	 Yes	 A2	(	17	-	40	y)	 L2	(colonic)	 Remission:	
<5	 Humira			 No	

7	 CD	 Vaginal	 36	 24.5	 No	 A1	(	<	17y)	 L3	
(ileocolonic)	

Remission:	
<5	

None	
(past:Remicade)	 No	

8	 CD	 Vaginal	 32	 29.5	 Yes	 A2	(	17	-	40	y)	 L1	(ileal)	 Remission:	
<5	

None	
(past:Remicade)	 No	

9	 CD	 Vaginal	 35	 27.4	 No	 A2	(	17	-	40	y)	 L3	
(ileocolonic)	

Remission:	
<5	

Ustekinumab,	
Lialda	 No	

10	 CD	 C-sec[on	 39	 28.9	 Yes	 A2	(	17	-	40	y)	 L2	(colonic)	 Remission:	
<5	

Remicade,	
Asacol	 No	

11	 CD	 Vaginal	 34	 25.4	 Yes	 A2	(	17	-	40	y)	 L2	(colonic)	 Remission:	
<5	

Pentasa,	
Remicade	 No	

Figure	1.	β-diversity	between	human	stool	samples	grouped	by	
IBD	Status.	
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